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Annotation
Total: 8926 CDS + 180 Non-CDS

Non-CDS
tRNA: 154 genes
CcDh

rRNA: 26 genes

misc RNA: 0 genes S

Total: 180 genes Known: 0 genes
Hypothetical: 8926 genes
Total: 8926 genes

1. KEGG 2.GO 3. Protein Prediction
Hit: 3367 genes Hit: 4164 genes Hit: 6084 genes
No Hit: 5559 genes No Hit: 4762 genes No Hit: 2842 genes
Total: 8926 genes Total: 8926 genes Total: 8926 genes
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